LS 5 gams

(o9 ys a3 40l3)

PR SLeSlo sladlg (29318 Cambud ot (IS g0 g pow 30 S g

Polio yw jolS w o9

*\l.“ra

aen 3l e La Ol 3 st b olo 05 e 31 S e ol
S S 5 e SLSGle (sl pslie gla s L 5eb 5 3l Gls (68
sba s Sl esliul 8 o o mime (ola () (55 ) OIS (5 e
Ao 0lad s mm o o0l ) e e S W ol Conles el
La,laly op = e S S0 Ol a0 aSs el )ls s pslie o 4 Sl Ol
Gols s pslie sl s 3 S 5l 6 Sk 5 S (plulid G
DL Gin L aallian ) (V)50 o amale e 53 3508 5 o 5SL S
SLa w0l ol o Gla ) gl o e 03 Sls
ol ot e Sl S e oo 38 5o a3 S 5 s SLSOL
S e S0 e s)lse i 53 (olew cpl 4 S S o Jsie gla
8 SS Oler L3 aw o Sless el clad (S0 15 Ol sla OB, S Wlg e
A S Gl a5 a4 A e S 2 g SLSGLe 4 e
Opadon 00 Syl hob LB a5 o5 o 3l o ooy 45 03 40T 5131 Cmer 4,
Ol o (MDR-TB) 5l s« pslie oo oy Loa T 5130l 51 &

Sla sy (S o5 Coaglie 35S 15 g SUSCLe ¢ 108 51y S

(5 5

\YAFA/TY I g el \YA0/N 2 /¥ ei oSl Blas 3l 5

J\AL.J u‘jjg.:n .L.ZJ\ J..:L..:)ls LS)"“:"":_\

o2l ¢ Sb gy i g ,Sn 03,5 )
Ol Olgiol lghol Sy 0 ke

s s By 5

R
Ol Olgial Olginal (S5 ke o821
AAQFAPATS YO < pals

Email:
Masoudkeikha@outlook.com

VAO/A/YA tallis B s

1r97 ) a:ywﬁ?atjj):)ﬁu&ubwgﬂd«bd:w



s> ol ol Js 50 5 05w 2 S8 S

5 wdki BacTecdb0 o Sl (MGIT)
Slaag s Sl Il S35 g lnl Gl g SR
SN ke 3 4 el g S 25 e S
G e (S o il ls BB (6 K 5 sl sl
L ckle 568, 5l edd 1S53 IS sliss 5 5
o alie gyls WL lase s anl WS, oIS sl
2l sl e 5 A Sl S Shse 0 S
Gokons LS aL /N 5l 2l 5ols BB Laoes a4y o
oaledl 2550 Sols 4l Sl s pe dg ) e slie
@ ool 3l Sl S5 a3V Sl e 0l w S 3
Sl Bl i 5o LS ool bt gla s Sl S Ol s
by gyls sl canlas s 5 AL & Jles
O 5750) oo ot el i a 5L e s e o)
eSSl ladinl als el s
e 3 @l ke Sl elil L a8
ls 3L 0l auis ¥-Y o BACTEC MGIT 960
A5 Jos cpl ol e 53 SIS S, 5 roees
Llg o 55 slafsy clalnil o Jsb o ands
357 a8 s el b gl g M S L LB
e el e 5 e L Sl S Olpe o
Oas o3l g sls w pslie o a4 S Oljlay
Gloiss dex 3l s e amslr Jl s L
Sbap pab Sl G Gl S IS
S8 ol el sy a3 dlS s pn SLSL

dot blots; Real time PCR; :la 25, « oil5 o

Multiplex-allele-specific chips;
PCR(MAS-PCR); Single strand
conformation polymorphism (PCR-SSCP);
Restriction Fragment Length

3 S o Lzl Polymorphism-PCR (PCR-RFLP)

S s e 3 S S IS S

Lo slagsls clal pxd 5 sy o eslitul o)l
Sl 4 pslie Glaa s 2208 5 b 4 e Lo
pslie o 4 Me 3131 ol 5 S 2 p g SLSGLe
o amlr e s g Gl LS Gz e sols 4
Sl s Sl a0ls Sl ond (hles] Ly
Ll nieee 3 S sl e SLsSL
AL e ol pslie o 4 Die 81 plulls g
S3e 0l ol il pls Calie g5 ol L
© pslie gt s LIS Sl At 5o 5 4B S e
s S5 i nE e SNk ol
02 AL LS sl Caslie pns g
G s S sl Bl WS S R
v S s el S 4 Y e g
Sship deos 5 oodd als b sslubd Olge
S 4 S sl s LS 5 S0 sl s
S5 s s Sl e ) S gt B8
AUS Ol e 53 LB s Ly pl &S conl ol
S (V=AML el ) s yse sgsls Cwslie
eSSk e Caslis 5 Conlis s
Do ided S e S s res S s
Sl (dosma g el ol Glhe cble
5 oshas S Sl Oisks Sews sk S
Jsers y5b a4 wgi 0 a3 S 8 o E-test g,
L glag s 4 Coslie Lasis cgx s oKyl
Bactec ;isss Sl &l gay 5l e Oy Jyl
ﬂ"ﬁ-}f}>-}°—"‘6\-"‘)ﬂ-’ Sl as J= 55 8,8 se g
Sl S epbe elid pns s oy
CM" Ul ,Soill wly , Bactec -i,0s, st
JESUE PV e [ S E PN SR PN

Mycobacterial Growth Indicator Tube

1r97 ) a:ywﬁ.la‘)j):jﬁu&.i}wgﬂdclﬁd:w



\y la._S;M

9 o fbla L;.a.>p:~a s s J:"€‘>' U.A.?LJ.J LSL‘“‘-.’.}"" &j)b e slas L;LL»:L.JJ e
JJS L;.ﬂ)‘}.lﬂ ‘)jk" })}A &j)‘} C,.A}LEA L) Ja.ﬁja J‘ "\"‘7:JA ol LﬁaLi))‘ UJUGA )’:?’ PCR'RFLP
c\:.c

1-Azadi D, Shojaei H. The role of the laboratory in the diagnosis of tuberculosis. Iranian Journal of Medical
Microbiology. 2016 Jul 15;10(2):1-5.
2-Tahmasebi P, Sheikolslami FM, Farnia P, Sadeghizadeh M, Ramazanzadeh R, Kazempoor M, Masjedi M,
Velayati AA, et al. Detection of Amikacin-Resistance among MDR Strains of Mycobacterium tuberculosis by
Using PCR-RFLP Method. Journal of Ardabil University of Medical Sciences. 2011 Dec 15;11(4):345-53.
3-Jarand J, Levin A, Zhang L, Huitt G, Mitchell JD, Daley C.L, et al. Clinical and microbiologic outcomes in
atients receiving treatment for Mycobacterium abscessus pulmonary disease. Clinical Infection Disease.
011;52(5):565-71.
4-Van Rie A, Warren R, Mshanga |, Jordaan AM, van der Spuy GD, Richardson M, Simpson J, Gie RP,
Enarson DA, Beyers N, van Helden PD, et al. Analysis for a limited number of gene codons can predict drug
resistance of Mycobacterium tuberculosis in a high-incidence community. Journal of clinical microbiology.
2001 Feb 1;39(2):636-41.
5-Calver AD, Murray M, Strauss OJ, Streicher EM, Hanekom M, Liversage T, Masibi M, Van Helden PD,
Warren RM, Victor TC, et al. Emergence of increased resistance and extensively drug-resistant tuberculosis
despite treatment adherence, South Africa. Emergence. 2010 Feb 1.
6-Ando H, Mitarai S, Kondo Y, Suetake T, Sekiguchi JI, Kato S, Mori T, Kirikae T, et al. Pyrazinamide
resistance in multidrug-resistant Mycobacterium tuberculosis isolates in Japan. Clinical Microbiology and
Infection. 2010 Aug 1;16(8):1164-8.
7-Rodrigues C, Jani J, Shenai S, Thakkar P, Siddigi S, Mehta A, et al. Drug susceptibility testing of
Mycobacterium tuberculosis against second-line drugs using the Bactec MGIT 960 System. The International
Journal of Tuberculosis and Lung Disease. 2008 Dec 1;12(12):1449-55.
8-Zamanlou S, Farajnia S, Moadab R, Akhi MT. Rapid diagnosis of lIsoniazid resistant Mycobacterium
Tuberculosis, isolated from East Azerbaijanian patients by PCR-RFLP method. Pharmaceutical Sciences.
2009 Jan 1;15:263-8.
9-Pfyffer GE, Bonato DA, Ebrahimzadeh A, Gross W, Hotaling J, Kornblum J, Laszlo A, Roberts G, Salfinger
M, Wittwer F, Siddigi S, et al. Multicenter laboratory validation of susceptibility testing of Mycobacterium
tuberculosis against classical second-line and newer antimicrobial drugs by using the radiometric BACTEC
460 technique and the proportion method with solid media. Journal of Clinical Microbiology. 1999 Oct
1;37(10):3179-86.
10-Caws M, Tho DQ, Duy PM, Lan NT, Torok ME, Chau TT, Chau NV, Chinh NT, Farrar J, et al. PCR-
restriction fragment length polymorphism for rapid, low-cost identification of isoniazid-resistant
Mycobacterium tuberculosis. Journal of clinical microbiology. 2007 Jun 1;45(6):1789-93.
11-Bornasi H, Arjomandzadegan M, Bahrmand A, Hadizadeh Tasbiti A, Ahmadi A, Tayeboon M, et al.
Comparison of PCR-RFLP and Allele Specific-PCR and sequencing in rapid diagnosis of isoniazid
resistance in clinical isolates of Mycobacterium tuberculosis. ISMJ. 2015 May 15;18(2):296-303.
12-Campbell PJ, Morlock GP, Sikes RD, Dalton TL, Metchock B, Starks AM, Hooks DP, Cowan LS, Plikaytis
BB, Posey JE, et al. Molecular detection of mutations associated with first-and second-line drug resistance
compared with conventional drug susceptibility testing of Mycobacterium tuberculosis. Antimicrobial agents
and chemotherapy. 2011 May 1;55(5):2032-41.

1r97 ) a:yw".la;j):)ﬁu&.i}wgﬂw@d:w



e 29018 Sl i S5 50 5 p g o 0 S5 \

The Conventional and Molecular Drug Susceptibility Methods for
Isolated Mycobacterium Tuberculosis

1-M.Sc  Student of Medical
Microbiology.

1-Department of Medical
Microbiology, Isfahan  Medical

School, Isfahan, Iran.

*Corresponding author:

Masoud Keikha; Department of
Medical  Microbiology, Isfahan
Medical School, Isfahan, Iran.

Tel: +989386836425

Email: masoudkeikha@outlook.com

Received: Nov 19, 2016

Masoud Keikha'

Abstract

Tuberculosis is one of the most important causes of humans
mortality in the worldwide; The emergence of drug-resistant
Mycobacterium Tuberculosis strains and increasing of HIV
patients make difficult control of tuberculosis. Drug
susceptibility test have important role in identification patients
with drug resistance TB; Synchronous application of
phenotypic and molecular methods together are a best strategies
for identification and prevention spread of drug resistance
Mycobacterium Tuberculosis strains between peoples.
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