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Abstract

Background and Objective: The detection of nucleic acids
using Real-Time CPR has many application. Quantitative
anaysis of mRNA using Real-Time PCR by Relative and
Absolute methods Widely used in biological studies. The
purpose of this study was to compare the Relative and cal culated
PCR Efficiency by standard curve and LinRegPCR methods.
Subject and Methods: After sampling and extraction of RNA
and cDNA synthesisthe quantitative RT-PCR was performed,
then the PCR Efficiency was calculated by Using the two
methods of standard curve and LinRegPCR. At the end the
results of the two methods were compared and analyzed.

Results: The efficiency of PCR for the GAPDH, TGF-p and IL-
10 genes with the standard curve method were 1.99, 1.81 and
1.87, respectively. The PCR efficiency of these three genes were
1.98, 1.82 and 1.82 by using LinRegPCR software method,
respectively.

Conclusion: The analysis of the data obtained from PCR
proliferation of cDNA of the three genes, GAPDH, TGF 3 and
IL-10 showed no statistical difference between standard curve
and LineRegPCR methods. Therefore, it is recommended to use
the LinRegPCR software method instead of the expensive
standard curve method.

Keywords. Rea-Time PCR, PCR Efficiency, Syber Green,
LinRegCPR Software.
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